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Mycoplasma mycoides subsp. mycoides SC (MmmSC) is the etiological agent of contagious bovine pleuropneumonia (CBPP), a devastating disease of cattle causing enormous economic loss worldwide. Listed as a reportable disease by the OIE, CBPP continues to challenge contemporary measures of control. One evolving area of research concerns the use of molecular approaches to design effective vaccines and diagnostics, with a concurrent goal of understanding the pathobiology of this subspecies. Some isolates of MmmSC reveal patterns of genome structure and specific genetic differences that offer clues to pathogenesis and epidemiological pathways of disease spread. In this regard, multiple isolates with diverse and defined features of disease pathogenesis are needed, along with precise knowledge of their complete genome sequences. To help meet these needs, two isolates of MmmSC are now offered, whose genome sequences are being completed and annotated, and will be made publicly available through subsequent publication. Access to these isolates should provide key research opportunities for investigators interested in this field.
1. MmmSC strain Gladysdale (Clone C5)
Sequencing project:  University of Missouri and the J. Craig Venter Institute (now incorporating the former The Institute for Genomic Research). Contact for project information: Kim S. Wise, Ph.D., Professor, Department of Molecular Microbiology and Immunology, M616 Medical Sciences Building, One Hospital Drive, University of Missouri, Columbia, Missouri 65212. Email: wisek@missouri.edu
Source of organism: Inventoried strain used for demonstration of acute experimental CBPP in the Foreign Animal Disease Diagnostic Laboratory, USDA/APHIS, Plum Island Animal Disease Center.
Preparation of cells: A single colony was isolated from a plated stock culture known to be virulent after intratracheal inoculation of cattle. The colony was grown in liquid modified Hayflick medium to a minimal volume for preparation of genomic DNA template. 

DNA sequencing: High-coverage Sanger sequencing and assembly yielded a closed circular chromosome composed of 1,193,808 bp. Within this sequence, mutational variation is minimal due to the clonal population structure.
Estimated time for access to DNA sequence: 2008

Available stock culture: 
Lyophilized ampoules from 0.3 ml culture in modified Hayflick medium (medium B) containing 107 CFU/ml
2.  MmmSC strain Shawawa (Nokaneng)
Sequencing project:  The University of Connecticut and the USDA/ARS, Plum Island Animal Disease Center. Contact for project information: Steven J. Geary Ph. D., Professor & Director Center of Excellence for Vaccine Research, Department of Pathobiology & Veterinary Science, 61 N. Eagleville Rd, The University of Connecticut, Storrs, CT 06269-3089. E-mail: steven.geary@uconn.edu
Source of organism: The strain was imported by the Foreign Animal Disease Diagnostic Laboratory, USDA/APHIS, Plum Island Animal Disease Center, from Dr. Leon Prozesky at the University of Pretoria, Onderstepoort, South Africa. This field isolate was obtained from an infected animal during a 1995 outbreak of CBPP in the area of Nokaneng, Botswana.
Preparation of cells: A clonal isolate, grown on Fortified Commercial medium was selected and DNA extracted for sequencing.
DNA sequencing:  High-coverage Sanger sequencing and assembly yielded a closed circular chromosome composed of 1,214,067 bp
Estimated time for access to DNA sequence: 2008
Available stock culture: 
Lyophilized ampoules from 0.3 ml culture in modified Hayflick medium (medium B) containing 107 CFU/ml
Acquisition of stock cultures 

- The strains will be available only to authorized investigators.
- No charge for the cultures will be raised, but packaging material according to shipping guidelines should be provided and shipping costs should be borne by the recipient.
- Requests can be made by e-mail or other written procedures. Please, provide copies of your lab's authorization to handle MmmSC and an import license.
-Contact for information regarding acquisition:
Dr. Konrad Sachse (konrad.sachse@fli.bund.de) or

Dr. Martin Heller (martin.heller@fli.bund.de)
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